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TGC CTT CTC TGG TTT GTT GTG ATT TAT 
CLLWFVVIY 
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TAA AAT AGA AGG CTT CCG TGA TGA AAA 
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TGG CTC TTT TCA ATT ATG AGA TCA GTT 
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GAG AAA TGT AAG ATG AAT AAA AAT TCA 



FIGURE 1C 




< 



< £ S 3 8 8 P 




r- o u c- a o 



<N 

as: 

a 



o 5 t 




s 

CO 



_ o 




cvi 



